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WSIESeRE Cryptocarya chinensis ASRIAF 1§ 4
FhaE R 1 2 FRE
FIa', IR RER', WER]

(1. P XFAEAGFHEFR, & 7 M 510275
2. YEMFRAHEYRE RAKTFHYBELERE, ;& 7 M 510650)

& OE: R ISSRATRRIEA, X b R Ak o i 35 R TR A B AR N () 47 18 R 3 A% A PEEAT
THIR . FEEATE R AR LLE, SEhLWRFEEERMBE RS (2 ZRMOKCERMR (Hy = 0.1090), 34

AR R %

BUA . /B, 4T IBE ZREYE (H) 409025 0.0759. 0.0956 #10.126 5, $htim{E SretE4s

BE T RAR LA, 3ANRRER R 85 L2 G, M e, (AMOVA) 435124 0.089 0 f10.064 4 (P <
0.000 2), HMAFLFEHAFRBZ MG LB/, BB, RIE. AW, gz, LRGERRE TR
BEIA . SRS RS SRR i TS A [6] H X e 1) 32k DR o v AR Ay, B EHEAQ 1 5 £ 20 fk AT BB e

BURE IR ZFT =4,
FKRIF: ISSR; BTk BMIESHMN; FRYE

HESES, ous  XEKERIBA: A XEHS: 05296579 (2005) S1-0209-04

BE MR IR BT A s s e £
BRBM, RAEMSHENESARMN,
ZHEWREWARE . KB, HHLERR, JHABAE
ARKF e FORE, DKL S0 g DL R )
2,

FOEEVE UL R AL, A RRRTHEER
ERIRER, RS E S . — YR
A 1 AR R BT Y 155 B RE ) BRI TR N B 157
RIR/N, A BT A S . Fibsife s
MEHNZREENEN, BhRFEMNRRE. A
RIEFE . MIFIEAE, MR, EFR&Y .
YIFBERIR, A FFIRERAL . B8 IR F A%
#AX . PESOEWBAFBRREE Y, B
AXBHEEATHEERS L, WEEREE]
JERBILER, K#E SRR R AL 45M b
BB RA A T RE R BLRh R a5 AR ER L, 48
BHASBHE,

JEFEHE Cryptocarya chinensis ( Hance) Hemsl. ,
¥k} Lauraceae, JE5¢HE Cryptocarya, 7041, T~
PR EEEABT, Sl A e Ak
BT, YRR, JEookE RAERMER
AREBERI A BB, BREBRMHEERF ., ST
RANRARABAS HA A A FI® o 4 Sk B 2

* WRBH: 2005-01-12

WERBM RN TG SR, oA B H #iE
45, FEFE A BB WA/ . BT
e B RS 3 A FE R AR £
MK, BRIEseEdt e SRR BUR K HC AT BE
AL, R IR R AL Y B IR A B
AR R L HE

1 ST HE S

S ARRP R AL F T RATEIL Flrde iz,
MY ARBRYT =AU, db%h 23010, ZRE: 112034, KEB
SRR R, REE 100 ~ 700 m Z (8], Fi
IS R R g Wi B RUB RIS R, 24 TEERL
R, FEEFNE 1956 mm, 3-9 ARWE, 10
ARZERE2ARRES, BT ERHRBALERAE
R E . BHEKTERAaE ",

5 X H SR A U AR B T B BT R I PR AR
B X —MRIAERMILA 400 £ a MRS, RS
W E SRR B K R BETE, S b A 4 A U
E L X EEAR AR RSk, BREE
¥ Cryptocarya concinna Hance 55, BR T £6 % &kt
PR F R B RS, TR LK R
Rk a ALK,

BEME: ERAAKFERES (30300055); TREHRBFES (031264); BB IFSHE (D3239-1); FERH

Be 4wt 4y bl i 4 2 6 VR B I

EEEN: W4 (1976 54), &, it BERBERA: Fi4E; F-mal; wd@schg.ac.cn
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2 HES5AEZE
2.1 & #

2003 4E 6 AEHM L B RREP X ARERE T
BRI IEE S 3 MERBHEHLURE, FIRER 5
SR IMIHFE", BUK: WEEHBTET.5 eom KL
. BB ERTE2.5~7.5emZI; S B
M im, WEERAR?2.5m, FEBRRERE
30 BRME, BARRE 2~3 B THMHRE, R A
BERBAES S, FRHER TN R SR
7o TEZER, RIMREMBEPE—TH
Wk, BEFAM.

22 B A DNA X5 ISSR (Inter — simple
Sequence Repeats) - PCR # 1§

FAMB CTAB g BUE g F EEH 4
DNA"™, ISSR 5| ¥ F B8 tL W k2% (UBC). M
100 B4 iFE 7 M AT L, E5ERNT
¥ (£1), 2J5, X ISSR RNk RB#TMHM, H
FafE: #ARY 20 ng, 0.5 U Tag B (Takara
Biotechnology Co.), 1.5~2.5 mmol/L MgCl, (#K5|%
AREITHEAE), 4 Ff NTPs 45 0.2 mmol/L, 0.6 pmol/
L5|¥, PCR ¥ 3 %&fF: 94 CHIZEH 5 min; 94C
254 | min, 48 °C ~55 CEE 45 s (K| AR
MAR), 72 CEEM 1.5 min, 35 MEFZE 72 TR
¥ 10 min, PCR F=#J7E w = 4% 25 Pk N B BE I
K, R,

A1 sHR#L RS 89 AAKEAT
PCR ¥ 3% 45 ISSR 7| 4"
Tab.1 ISSR primers used for 89 individuals of Cryptocarya chinensis

SmEe 3R @i‘f’ﬁ P
807 AGAGAGAGAGAGAGAGT 50 18
808 AGAGAGAGAGAGAGAGC 52 28
825 ACACACACACACACACT 50 32
826 ACACACACACACACACC 52 33
842 GAGAGAGAGAGAGAGAYG 55 14
864 ATGATGATGATGATGATG 50 20
873 GACAGACAGACAGACA 48 64
1) Y= (C, T)
2.3 MiphE

¥ IR K= A% 451 AT 10 BRiE. R
FH POPGENE k{4 X%t B 5 i Fh B X &M F R R o
BEATA T B SET. B Nei HEEHM
(He). Nei (1978) M{&PEE, LR KIA]AH
fEriete  (6,). AR, EnHFA

AMOVA (Analysis of Molecular Variance, ver 1.55)[14}
S B R EE R IR s e, Hha RN
BZHPERM (1-8) KGR, SH Nei & Li
(1985) ARMMER%, HEAKXWT:

S = 2N /(N, + Ng)
H Ny, AR B R RALE g, N, HERERA
AR, N, HEEB B JH MY,

3 R4

FAGE G B 7 5| PR EFEEE 3 MEI L 89
4~ DNA FEf 54T PCR 3%, % 5 &3k 2|
200 X L™ (F 1D,

S AR, RS Nei 15 Z R
(H,) 4514 0.0759 (£0.134 6), 0.0956 (=
0.1606) F10.1265 (£0.1899), RHIBIE LM
(H;) 20.1090 (£0.1626),

AMOVA A TR EZFH BB L L 79,
6.44% (P <0.0002) KL RAEET AR ESER
ZFzzim (B ¢, =0.064 4), 93.56% (P < 0.0002)
WS A E FERRN, X POPGENE K44
S B JE o R A R R 1] B3 Ak R B SRR
(G, =0.0890),

SR F A ERRZ IR R G BERAR/ADN . HH AR
IRRIZHE 2z A MRS BE B B K, 9 0.023 2, ARAAK
B/, /NRERE 4D 8 2Z BB B G BE RS & Bl
0.005 171 0.0129, RUEEHEREEFRBER
BEMK,

4 i ®

Nybom & Bartish"® B & 4t 314> 7 7 & /] RAPD
(Random Amplified Polymorphic DNA) 77 ¥ #4749 #h
W BAEMMRNGER, RVEEARRLE LA
W a1l B, EEAMYBEZHYE (He) F
¥ 0.242, X rAFA R 0.222, EE G/
0.287, MFEFENEHENR 0.212, FER
KA ISSR Frk, 1 RAPD Jik—FE#Rh B4R,
I TE B A TSR A BRI AT Hotk . WIRATTEY
ZRE, SEARGHRBIARE S REAYFMHL,
Bk (W) BEZREE (H,=0.109 0) &
MFEf]. BRAEIMENEEETHEREXRS
X, ERIIMERBENTICH [16] FRgiTHH
BARK (H, =0.219) fEs (H, =0.260) K
FIBIRR, FR AT S5 380 Ly X JEE SE EE A B I AR )
WG BN BE R B TARM R (A e s X
B) REMERN. € REBEEMG, IRk
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SR (AR RWIL ), ST R IR R
JEHAER K, HEBRIEE ™ E, (Ura b8 E
M AEHTLBRP X, B REEERAY
SEAR PTRERY o SR IR A BR ) SLAE RN N B AL IR A £
AR WVE R K, BB X A R R AY
BIE LR

AT, XAHMR RS E SR, ZEAR
— AR R IR, SRR T R — HHANE
f8EH, AR BRI, AFITF TR
B R AE Y R Z R UK . 0TE AR R BT 1L
FREEBAG SRS, Collevati %517 7E EL G B
RBRMR WAL ST Caryocar brasiliense )18 1% 52 W AT,
BARFFAR R IR B EE, BRI TR
£ C.brasiliense B AR (adults), 765 Wik LART
MOAK, Bt B ExERERSEREE
REE,

T Dayanandan %™ | Aldrich #1 Hamrick™™ 5%
A B 7735 5 & B A R BB RIOT R T A ST
R TAE. Dayanandan %" 5@ 1 %4 BF X B (Costa
Rica) B Carapa guianensis SEACE FAL (Bl adults 1
saplings) FfREEESSHIEAT LA, KB i
MR SRR ZELE S, BRBESEH0
B R, Rt HSMERFERE (alelic
richness) T FF%; EJS8A4 Z 8] 38 15 BE 55
KFFRANEZE, RF G TRAKR LT EEE
W 3% Bl. Aldrich & Hamrick! 7& [d] — #1 X %
Symphonia globulifera WA 5T H & 3L Bk FR AR H
FAU (adults) I FEAWLZATHC A K, FK
AR Wi xt HastE S/, B WA
HHEA (seedlings) &S HIB B 32 B304,
HANE R Witk gk b e s 1 2 18] ) it A AL
KT, FEIOHlATE AR WS 0 R A
HAERKEM EHIEE, BRAEaAkhZHER
RBET X LEILDAE, b A G A
o

A, AN IR S R R ATY
ARG L LR . R4 R RAY
FRER A SR E T B H A EE H Y, Mecue &
Holtsford' ' 1A 9 1 —F 5 0T LAME M HLHD Fb BERY LR
JE (genetic reservoirs)”, ZE it b FRFHRE ey FEF 5%
WEA R ARE . 1057 KR Clarkia
springuillensis HIFF - PR 03 A= 24 1E (H, = 0.355)
B T AR (H, =0.260), J ELARFPER I3
oML R E R T UK ARG i, X RPESRAE /D
FhEFrR ORI,

0 Cabin %" 72 & [ B ) %t [/ — 4 #

Lesquerella fendler FIRF R &5 RF W, A la] it + 4%
R A R E R AR A, Cabin ™A
yapre i e NCiling: b e SO NG br:d itk o) ipre=d
HLi#lo Tonsor %™ #y BF 5 4536 A IR 35X — Wi &
Tonsor 24 b 4% Plantago lanceolata B Fh-F P [6) 314
B RSk e Z RN, A REFEEE B AT
AR EARESENY, SEARTFERSE
BRSNS,

TERATRB R, B B TR, H#
FERLHERMB L, AHFEBERWLEHF
FENOL ) R e R X L e &
FEHE R M)

AW A B IR AR 3 DA FAERA R, T
R EBRARESN, HAREREE, . 4
3AMETER R, EABILRERERAE. M. 4
Hi 3 MERRMRIEHEMAE—ENER.: P
1B X HEMER T RUA R/ BEE FRERA, 4
RRIR R E BB R, SR A B R E %
i, TEBRATIA Ak B AT BB i T ECRERO N 5 2 FY
W2, BHAd ISSR &R, 5EFTHREMALL,
AR ZBRIEG B A/ AR SRR, R
I B A/ VR KR 15 2 e R A AR IR R E] Y
FEEBRS ARG, X EBEZERER
LR EH W, (L3 TR H B AL S
HEBEZERNEL, MK, BARGIHF
e 8L brt JWAR - X QR MM IR R JeSp T E R
EFRH—LR . ([ENFFINREER, B E
R, FEBEBA, BRIISHT 3 MFEREW
FI0NEAHNNME, EARI SRS IR
Bt R, F AT R B EFo RS =
BIEZHHTRERHREEAN AL CREZLE R
BIEALEFBRN L), EEHEBFTEER IR
R, (AR A AL B 18t MR 4n 10 S R AT IR AR
ITo HHX )" iR EFe gt Z R R ek R A
X ARSI IEREIA -, XA H TR fE R R AT
RER K, QFTFRASAER SR,

S 30k
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Genetic Diversity of Cryptocarya Chinensis Life Stages in Dinghu Mountain, China

GAO San-hong' , WANG Zheng-feng® , ZHANG Jun-li', TIAN Shen-ni’
(1. School of Life Sciences,Sun Yat-sen University, Guangzhou 510275, China;
2. Guangdong Key Laboratory of Digital Botanical Garden, South China Botanical Garden,
Chinese Academy of Sciences, Guangzhou 510650, China)

Abstract: Genetic diversity and population structure of Cryptocarya Chinensis were examined in three different life stages
(adults, juveniles, seedlings) in Dinghu mountain using ISSR markers. The results indicated the level of genetic
diversity of C. chinensis (H, =0.1090) was relatively low compared with those species with similar life history, and the
degree of genetic differentiation between life stages ( G, = 0.0890, ¢, = 0.064 4) was low. Seedlings had higher
genetic diversity than adults and juveniles. We also found the increase in genetic distance from adults to seedlings.
Compared with the similar life history species, C. chinensis has relatively low genetic diversity, which may be caused by
low gene flow between populations. However, genetic differentiation might be attributed to sampling deviation.

Key words: ISSR; Cryptocarya chinensis; genetic diversity; life stages
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